TABLE IX. _______________________________________________Summary of Hydrogen-Bonding Comparisons to Scaled HF/6-31G*DataaInteraction Energy, kcal/molX ... Z Distance, �X-H...ZForce FieldrmsDev.Avg.Dev.Max.Dev.rmsDev.Avg.Dev.rmsDev.MMFF940.77-0.252.520.090.0214.6�MMFF94s0.76-0.242.520.100.0318.1�CFF952.331.106.530.330.2127.0�CVFF4.362.2416.390.410.2326.1�MSI CHARMm3.030.6013.540.300.0834.0�CHARMM 221.110.003.040.120.0515.0�OPLS*2.00-0.496.610.210.0222.9�AMBER*1.600.086.060.190.0426.9�MM2*3.861.927.530.260.0639.5�MM3*3.812.1213.310.500.2234.0�a Each of the force fields handles all 66 hydrogen-bonded dimers except for: (i) CVFF, for whichthe Cerius2 implementation could not perform the atom typing for imidazole; (ii) MM3*, whichlacks parameters for 12 of the dimers, and (iii) CHARMM 22, which even with extensions madelocally (see manuscript) lacked parameters for about half the systems.